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Background: Numerous studies have implicated that persis-
tent colonization of the stomach by Helicobacter pylori (H. pylori) is
stronglyassociatedwithdevelopmentof gastric cancer (GC).Micro-
RNAs (miRNAs) are a wide class of small, noncoding RNAs that
negatively regulate protein expression at the posttranscriptional
level. Themulti-dimensional roles ofmicroRNAs in gene regulation
and tumorigenesis have prompted to explore their potentials in
diagnosis and treatment of various cancers includinggastric cancer.
However, the expression or function of miRNAs in gastric tissues
obtained from normal and cancerous regions in presence/absence
of H. pylori has not been fully understood.
Methods&Materials: Cancer tissues andcorrespondingnormal
tissues from40GCpatientswere included in this study.Detectionof
H. pylori was diagnosed by PCR using ureC speciﬁc primers. Expres-
sions of miRNAs were studied by real time PCR following standard
protocol.
Results: The study revealed that the expressions of both miR-
223 and miRNA-21 were signiﬁcantly higher (P< 0.05) in cancer
tissues compared to normal tissues. Out of 40 pairs, 14 pairs sam-
ples were positive for H. pylori. Both miRNAs expressions were
signiﬁcantly up- regulated (P<0.03) in H. pylori positive than H.
pylori negative samples from both normal and cancerous sites.
Conclusion: Signiﬁcantly higher expressions of miRNAs in can-
cerous tissues suggest their role in neoplastic transformation. Our
results indicated that both miRNAs function as growth-promoters
in H. pylori related GC. This may have therapeutic and prognostic
implications formanagement of GC patients. Relationship between
miRNAs expression and H. pylori infection encourage investigators
for further study.
http://dx.doi.org/10.1016/j.ijid.2016.02.356
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Background: The genus Aeromonas is a member of the family
Vibrionaceae. Aeromonas hydrophila is the most commonly iso-
lated species associatedwith human infections. Aeromonas species
are gram negative,oxidase positive, non fermenting rods found in
freshwater andareknowntocausegastroenteritis, cellulitis, necro-
tizing fasciitis, meningitis, bacteremia and urinary tract infections.
Methods & Materials: Clinical and microbiological proﬁle of
twelve patients with Aeromonas infection from a tertiary care
hospital from chennai between April and October 2015 were
reviewed. The isolateswere identiﬁedwith the help of biochemical
tests,vitek,MALDI-TOF using standard guidelines.
Results: Twelve patients with positive cultures for Aeromonas
were studied: 7 patients [58%] acquired infections in the commu-
nity and 5 were acquired after 48 hours of hospitalisation. Four
[33.3%] had skin and soft tissue infections, 3[25%] patients had uri-
nary tract infections, 2[17%] patients had abscesses and one had
peritonitis, thrombophlebitis and spontaneous bacteremia each. 3
[25%] had liver disease and 3 [25%] had diabetes as co-morbidities.
No patient gave a history of leech exposure or exposure to nat-
ural fresh water bodies. 11[91.6%]isolates were sensitive to third
generation cephalosporins and quinolones and 9 [75%]were sen-
sitve to carbapenems. One isolate was an New Delhi Metallo beta
lactamase-1 [NDM-1] producer detected by Xpert Carba R and was
sensitive only to colistin and aminoglycosides. All were sensitive
to aminoglycosides.10[[83%] out of 12 isolates were A.hydrophilia
species and rest were A.sorbia species. Of the 3 patients with bac-
teremia, 2 patients died whereas patients with isolates from other
sites all survived.
Left leg necrotizing fasciitis caused by Aeromonas
hydrophilia
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beta hemolysis on blood agar
NLF colonies on Macconkey
Conclusion: Aeromonas species can cause awide range of com-
munity and hospital acquired infections,most commonly involving
skin and soft tissue, without a history of freshwater or leech expo-
sure. Detection of NDM-1 carbapenamase in one of the isolates
might be an indicator of future serious multidrug resistance in this
species.
http://dx.doi.org/10.1016/j.ijid.2016.02.357
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Background: Diabetes mellitus type 2 is a complex disease
affecting all the vital organs in the body. 15% of people suffer-
ing from type 2 diabetes mellitus have Diabetic foot ulcers (DFU).
Diabetic Foot Ulcers are prone to recurrent and chronic infections
which eventually debilitates the health of the patients. Limb loss
is a signiﬁcant risk factor in diabetic foot ulcer especially if the
treatment is delayed. The aim of this study is to determine the
microbiological proﬁle and effective antibiotic regime for infected
diabetic ulcers.
Infected Diabetic Foot Ulcer
Methods & Materials: This study was conducted from clinical
specimens taken from 54 patients with diabetic foot ulcers over a 8
month period inHi TechMedical college &Hospital in Odisha,India.
Clinical sampling was done by ﬁrst washing the wound by ster-
ile saline solution and making a puncture-aspiration from the
base of the wound or by applying a sterile cotton swab to the
wound. Thereafter the samples were processed by standard aero-
bicmicrobiological techniques. Theantibiotic susceptibilitypattern
was studied by the Kirby-Bauer disc diffusion method.
Results: Of the 54 patients evaluated 31 (57.8%) were male
and 23(45.2%) were females. 96 organisms were isolated. From the
collected specimens most of the organisms were gram negative.
The predominant organism isolated was Pseudomonas Aerogi-
nosa (20.3%) followed by Staphylococcus Aureus (14.81%). Other
organisms which were isolated were Klebseilla species (12.96%),
Escherechia Coli (11.12%). Most of the gram negative isolates
were resistant to ampicillin-sulbactam, gentamicin, levoﬂoxacin
and gatiﬂoxacin. Pseudomonas aeruginosa showed resistance to
most commonly used antibiotics, highest resistance was seen
with Ciproﬂoxacin and Oﬂoxacin and least with Aztreonam and
Imipenem All isolates were sensitive to Imipenem.
Pseudomonas Aeruginosa showing green pigmented growth
on agar plate.
Conclusion: India has the largest population suffering from
diabetesmellitus type2andwithappreciablypooreconomiccondi-
tions; this study on microbiological proﬁle and effective antibiotic
susceptibility in diabetic foot ulcer infections assumes profound
signiﬁcance. The major concern in managing diabetic foot ulcers
is increasing emergence of resistance to antibiotics. The increasing
prevalence of multi drug resistance to Pseudomonas Aeroginosa
is a cause for concern.Prompt approach to diabetic foot ulcers
with appropriate antimicrobial therapymay avert limb amputation
especially in the developing world.
http://dx.doi.org/10.1016/j.ijid.2016.02.358
